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Abstract: 

Originating in ancient India, Ayurveda is an indispensable medicinal approach that provides substantial 

substantiation for a theoretical- position analysis of all aspects of life. Unlike ultramodern drug, Ayurveda is 

grounded upon tridoshas( Vata, pitta, and Kapha) and Prakriti. On the other hand, the exploration of all the 

genes involved at the proteomics, metabolomics, and transcriptome situations are appertained to as genomics. 

Geoclimatic regions( deshanupatini), domestic characteristics( kulanupatini), and race( jatiprasakta) have each 

been shown to affect phenotypic variability. The combination of genomics with Ayurveda known as 

ayurgenomics handed new perceptivity into tridosha that may pave the way for perfection drug( substantiated 

drug). Through successful collaboration of “ omics, ” Prakriti- grounded treatments can help change the being 

situation in health care. Within the professions of contemporary health care, P4 health care is unfolding as an 

emerging category which needs to focus on a whole service user. The progress of Ayurgenomics could hugely 

paper is as follows P4 doctors by providing a clear theoretical understanding of a whole customer and a 

practical implementation of antediluvian and newer prevention and control and medicinal methods to improve 

health. One of the more tough challenges late this afternoon is understanding the ancient ideas of Ayurveda by 

way of newer scientist. To schedule, a variety of scientists have continued this mission, and which one of the 

most fruitful effects is the building of a new domain of Ayurgenomics. Ayurgenomics combines ideas in 

Ayurveda, such like Prakriti, with newer biological research. It corresponds the combination of three sebum 

production, Vata, Pitta and Kapha, with the activation of specific genetic traits and neurobiological character 

traits. It this not only aids to observe Ayurveda as an  antediluvian scientist of gene regulation which assesses 

the current situation of the order to achieve project success, and used several individually tailored dietary and 

exercise suggestions to improve a patient's health. This through the an updates of all this emerging area. 
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 1.Introduction 

        Ayurveda has proud history since ancient time. In Ayurveda concepts of biology are explained. Dosha is 

considered as descriptive and analytical unchanllengeable doshika prominence from cradle to the grave[1]. 

Prakriti plays important role during prediction and treatment of ailments. Prominent doshas throught federation 

of shukra as well as shonita geys to decide prakriti of an individual. Congential defects which seem to be caused 

by abnormal gametes and ovules.hereditary diseases were also categorized since maternal and paternal.[2,3]. 

According to charaka as well as ancient hindu, person could be categorized into seven sorts or clusters upon that 

occurrence of the doshas in their bodies. They’re regarded as belonging to a specialized prakriti or constitution 

inside the accompanying directions: people who get a prominent vata doshas, often knows as vata prakriti(or 

constitution). There are people who have a predominant pitta dosha/prakriti, with only a heavily represented 

vata-pitta dosha combination/prakriti, with a intence vata-kapha dosha  combination/prakriti, with a either 

prevalent pitta-kapha dosha combination/prakriti,with evenly distributed doshas or indeed a mix of vata-pitta-

kapha doshas [4,5]. Prakriti pertains to the dosha rebalancing about as conception, whereas vikruti implies to 

the dosha balance in the present, as well as hence identifies the kind of unbalancing or illness. Prakriti as well as 

vikruti are both comprised with several ‘’doshas’’ in numerous number[6]. According to Ayurveda, prakriti 

about an individual is determind at the time of conception as well as remains unaltered during the entire life. 

Prakriti- specific diagnosis including medicine, diet as well as lifestyle is the one unique aspect of Ayurveda. 

Humans postulated that prakriti has a genetic connotation that could provide a aid as a identifying human 

population premised over broad heritable traits clusters. We hypothesize that perhaps the human proto entirely 

predicated over Ayurveda can provide a genetic basis is for three main constutional provisions or prakriti. 

Previously, in a research study, humans analyzed 76 subjects both regarding one’s prakriti and humans 

leukocyte antigen drb1 composing. Humans observed a significant connection between some human leukocyte 

antigen tyoes and prakirti different kinds[7,8]. Three main constitution varities even throught vata, pitta, as well 

as kapha prakriti have distinctive purported life cycles. Kapha is gradual, pitta is rapidly, whereas vata seems to 

be considered to have variable biotransformation. Human postulate that it could relate to narcotic 

biotransformation as well as hereditary variants of drug metabolizing proteolytic(dme). Multi variability in drug 

responding could be credicted to variants along genes encoding unique dmes, narcotic transport protins as 

assimilation anyway ayurvedic prakriti, classification methods with modern genomics resulted along the 

invention after all the molecular and epigenetic premise of the hypothesis of dosha prakriti. Healthy people of 

different prakriti kinds, and althought accepted besides Ayurveda, display significant variations throught 

biochemical asa well as hematological parameters. Epigenetic studies found that perhaps the foremost prakriti 

types significant differences throught gene transcription stages, particulary some these associated along immune 

defense, cell replication, blood coagulation, and etc.,[9]. Could there be a scientific explanation regaeding 

prakriti? Worthwhile description since has arise from the new field of ayurgenomics, that also attempt to 

explain prakriti forms in terms of advanced genetics and neuroscience. 

2.Studies on the Genetic Basis of Prakriti  

       Numerous research have found to correlate prakriti with particular genetic as well as hprmonal metrics. 

One early study through 2005 analyzed 76 topics including both about there prakriti and human leucocyte 

pathogen (HLA) DRB1 varities. The researchers observed a similarity between HLA form and prakriti what 

kind, with a total absence of the HLA DRB1*02 gene in the vata kind of HLA DRB*13 in the kapha form. 

Furthermore, HLA DRB*10 could have extremely high empirical probability in the kapha form when compared 

with the pitta and vata varieties[10]. 

http://www.ijnrd.org/


    © 2022 IJNRD | Volume 7, Issue 12 December 2022 | ISSN: 2456-4184 | IJNRD.ORG 

IJNRD2212023 International Journal of Novel Research and Development (www.ijnrd.org)  

 

a164 

 

       In 2008, a major analysis has been done relating biological, molecular and also genetic utterance altitudes 

in participants from the three major prakriti clusters. There have been many distinctions in the rules of gene 

mutations from each of the major prakriti organisations. In pitta different kinds, as an example, there was an 

over-expression of genetic makeup in the immunologic processes. In vata young men, there seems to be an 

over-expression of genes related to device life cycle, notably in the compliance of cyclin-dependent kinases 

interaction and the legislation pf enzymatic activity. In kapha heterosexual men, there has been a down-

regulation of genes involved in thrombin and an up-regulation of genes involved in ATP and electron acceptor 

biosynthetic pathways. In addendum, the researchers showed definite biological differences such like kapha 

different kinds having greater layers of triacyglycerol, high cholesterol, greater low-density lipid (LDL) and 

weak high-DL (HDL), in comparison with pitta and vata fprms. In pitta forms, they found hematocrit and the 

arterial blood number absolutely brilliant extremely high, whereas serum ferritin seems to be extremely high in 

vata different kinds[11]. 

       An investigate in 2010 investigated high-altitude adjustments and common differences rs479200 (C / T) 

and rs480902 (T / C) in the EGLN1 allele. They     found that perhaps the TT genome of rs479200 was a little 

more regularly attend in Kapha sorts, and it was interrelated with a different expression of EGLN1. In way of 

comparison, it was introduce at a considerably lower frequency in Pitta,and and almost unavailable in native 

population An investigate in 2010 investigated high-altitude adjustments and common differences rs479200 (C / 

T) and rs480902 (T / C) in the EGLN1 allele. They found that perhaps the TT genome of rs479200 was a little 

more regularly attend in Kapha sorts, and it was interrelated with a different expression of EGLN1. In way of 

comparison, it was introduce at a considerably lower frequency in Pitta, and almost unavailable in native 

population of max elevation max elevation[12]. 

       Furthermore, a studytrusted source showed short history Kapha varieties, there was a down-regulation of 

CYP2C19 haplotypes, a family of transcription factors which is entangled in the detox and digestion of such 

narcotic and an up-regulated in Pitta different kinds. In 2012, a paper emerged specifying that CD25 (stimulated 

B molecules) and CD56 (cytokine production cell lines) have been larger in Kapha varieties[13,14]. 

       A paper in 2012 investigated form of arthritis clients and found that inflammation geneticmakeup enough 

that up-regulated in Vata forms, whilst still in Pitta and Kapha varieties there was an up-regulation of reactive 

oxygen species (ros anxiety continuum gene mutations. In 2015, one of its most substantial and intense 

researchers suggest that 52 SNPs (microsatellites) have been remarkably different in the four different types of 

Prakritis. Research both showed that perhaps the SNP (rs11208257) in PGM1 allele is interrelated with power 

production and is therefore more heterogeneous and continual in Pitta with than Vata and Kapha different kinds 

[15,16]. 

        Another study done in 2015 noted DNA alteration petitions that make the distinction the 3 major Prakriti 

forms. The literature suggests that DNA alteration might be connected to nucleosomes regulatory as a regular 

poster to separate Prakriti genetic traits, so this investigation offers perspective into the molecular modifications 

of the Ayurvedic tailored teachings [17].  

       One final paper in 2015 extended an earlier study, and found the combination of derived EGLN1allele 

(HAPE associated) and ancestral VWF allele (thrombosis associated) was significantly high in the Kapha 

Prakriti group. They also showed a genetic link between EGLN1 and VWF, which could modify 

thrombosis/bleeding susceptibility and outcomes of hypoxia [18]. 
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3.Studies on Physiology, Disease and Prakriti 

       A paper in 2003 showed that such Kapha Prakriti communities had a number of biochemistry variations 

from Pittas or Vatas. They showed significantly higher valproate altitudes, elevated glycoconjugate altitudes, 

elevated Superoxide radicals producers and diminished stockpiling, but also expanded tryptophan catabolites 

and halved carnitine catabolites [19]. In 2011, researchers have found a significant reduce in the pulse rate 

cardiovascular disease risk directly after osmotically activity for five seconds in Vata-Kapha forms, in stark 

comparison to Pitta-Kapha and Vata-Pitta different kinds [20]. In another research project, it was found that 

ADP-induced maximum theoretical ggt (MPA) has been grand total among Vata-Pitta-type people [21]. 

        Research cases in 2015 found a correlation between bmi (BMI) and Prakriti form. It used to be revealed 

that Kapha Prakriti topics had a larger BMI than one with a Vata Prakriti [22]. A paper in 2015 did find that 

Kapha sorts have extremely high value of y behavior and decrease supportive interms of vascular conductivity, 

when compared with Pitta or Vata different kinds [23]. 

         Several papers also has closely linked systemic diseases with Prakriti. A 2012 media reported that Vata-

Kapha sorts seemed to have vastly greater triacylglycerol, VLDL and LDL layers, etc as super low HDL ldl 

compared with some other charter varieties. The researchers also found that Vata-Kapha Prakriti people could 

have heightened rate for diabetic patients, heart problems and htn. In additament, Vata-Kapha varieties seemed 

to have elevated amounts of biomarker such like IL6, TNF open beta, shear strength parameters and HOMA IR. 

The Vata-Kapha and Kapha Prakriti factions were both related to higher thresholds of the inflammatory 

cytokines. The result of the novelists was there is a correlation of factors increase the risk related to the Vata-

Kapha and Kapha Prakriti clusters [24]. 

        Another paper in 2012 looked at diabetes mellitus and studied the effects of walking (osmotic activity). 

There was a significant reduction in blood pressure in Vata-Pitta, Pitta-Kapha and Vata-Kapha sorts after 

walking. There was also a significant reduction in average systolic blood pressure in Vata-Pitta varieties [25]. 

Another paper did find that the occurrences of Parkinson's disorder used to be greatest in patient populations 

with a Vata Prakriti [26]. In a 2015 survey of patient populations with inflammatory bowel, it was did find that 

much of the Vata form service users could have formed IBS-C, or ulcerative colitis attributed with ibs. The 

clients who had been Pitta top dog evolved IBS-D, or digestive problems related to diahorrea. The quality of life 

has been known to be greater in in Pitta-type service users [27]. Finally, some many papers have concentrated 

on the link between the microbiota composition structure and Prakriti, and found a significant linkage between 

unique germs communities and Prakriti [28,29].          

4.Theoretical Papers 

        In addition to the academic papers, there have been a range of theoretical and reviews. In 2008 and 2010, 

papers began promoting the idea of the relation between Ayurveda and omics [30,31]. In 2011, an audit and 

metaphysical papers emerged where the concept Ayurgenomics seemed to be introduced [32,33]. Since 2012, 

there are many hypothetical and reviews on Ayurgenomics from multiple angles [34,35]. In one of these papers, 

the focus is now on fields such like Pharmacogenetics and Ayurnutrigenomics [36,37]. In one 2016 paper, 

Ayurveda is outlined as an old biology of gene regulation [38]. 

5. Modern Medicine and Ayurgenomics         

Modern health care uses an immensely overly simplistic software to describe the fundamental personal level of 

our anatomy and health, utilising definitions like genetic material, gene transcription and genetic factors. 

Ayurveda uses an entirely distinction humanistic process, which includes phrases such like dosha and Prakriti. 
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Unfortunately, modern medicine has so far not acknowledged most of the other beneficial prevention and 

control enters of Ayurveda, as a result of a confirmation dissonance against people and people or traditional 

medical. Perhaps though customary system is a system of medication are all still extensively often used in 

countries around the world, too much inquiry on their prevention and control and new therapeutic applications 

is critical[39]. 

         Up to the present, the inquiry seems to have been primarily on precise herbs, with the primary efficacy 

being an try and uncouple one main chemical which then can be used with a drug maker. Ayurgenomics offers a 

new viaduct between traditional medical and medicine by delivering a solid research grasp of basic ideas, and 

then at the same period implementing the practical prevention strategies reaches of Ayurveda into medical 

science. Over the last 20 years, a new site has cropped up in medicine, and that's referred to as P4 treatments. 

The four Ps are: inferential; preventative measures; tailored; and participatory [40,41]. This proposed program 

strives to change the increasing focus from a disease-oriented structure to a wellness-oriented framework 

primarily focused around the customer. It is closely connected to some other emerging projects such like 

Integrative Medicine, Functional Medicine, Lifestyle Medicine, Personalized Medicine and Preventive 

Medicine.  

        

       Ayurveda or other devices of traditional medicine have really been patient-oriented and inferential, 

preventive, personalized and community engagement for this many eons. Long before the introduction of 

genomic and many other disciplines like nutrigenetics, Ayurveda understood how nutritional or other health 

behaviors could directly effect our health. They acknowledged what medical advances is sole beginning to fully 

understand, that preventive medicine is essential to health. Advances in eating plan, take naps, activity and 

responses are pivotal for an effective manner preventive medicine system of education. The innovation of 

http://www.ijnrd.org/


    © 2022 IJNRD | Volume 7, Issue 12 December 2022 | ISSN: 2456-4184 | IJNRD.ORG 

IJNRD2212023 International Journal of Novel Research and Development (www.ijnrd.org)  

 

a167 

 

Ayurgenomics, which we've seen, helps to give integrity to Ayurveda and both these system is a system of folk 

medicinal by discussing their antediluvian constructs by way of mainstream science. New enters in 

Ayurgenomics, developed in the context bigdata and supervised learning, may enormously help foster so the 

whole operation [42,43,44]. 

5.Conclusion 

 Ayurvedic researchers had a basic value wisdom on genomic far before newer biologist. Thought Ayurveda 

dosen’t quite suspected of being involved the sheer and linguistic feature of genomic in very much information 

but has overtaken it’s implemented entity methodically under the foregoing travels i.e theory of prakriti and it’s 

versatility in clinical medicine, omics principle in viewpoint of tridosha, evolution and excellent efforts on 

enirnmentalist guidelines. In order to make tolerable empirical proof on genomic explained in Ayurveda, a 

theory and syntemized response is adopted for basic research confirmation on the subordinate. 
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